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Abstract: We investigated the roles of low-density lipoprotein receptor-related protein
(LRP) 4 and its ligand Agrin in the pathophysiology of cartilage degeneration. Immunohis-
tochemical analysis of human normal articular cartilage and cartilage tissues from patients
with osteoarthritis (OA) obtained during surgery of the knee joint showed marked LRP4
expression in the early stages of OA, which then decreased with cartilage degeneration,
whereas Agrin was consistently increased with cartilage degeneration. In normal human
articular chondrocytes (NHACs), mild cyclic tensile strain (CTS) (0.5 Hz, 5% elongation,
2 h) increased the expression of LRP4 and aggrecan (ACAN), while intense CTS (0.5 Hz,
10% elongation, 6 h) increased the expression of Agrin without affecting LRP4 expression.
Treatment with recombinant human (rh) Agrin downregulated the mRNA expression of
LRP4 and ACAN, but upregulated the expression of LRP5/6, SRY-box transcription factor
9 (SOX9), Runt-related transcription factor 2 (RUNX2), and a disintegrin and metallopro-
teinase with thrombospondin motifs-4 (ADAMTS-4). Immunocytochemistry and Western
blot analysis showed that rhAgrin treatment upregulated the expression of β-catenin and
SOX9. Agrin knockdown by siAGRN transfection partially reduced the nuclear protein ex-
pression of β-catenin, which was increased with intense CTS. LRP4 knockdown by siLRP4
transfection increased the expression of LRP5/6, SOX9, RUNX2, ADAMTS-4, and Agrin.
These results suggested that intense CTS increases the expression of Agrin, which might
interfere with the role of LRP4 in the inhibition of LRP5/6 and their downstream β-catenin
signaling, leading to cartilage degeneration.
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1. Introduction
Osteoarthritis (OA) is the most common joint disease characterized by the degradation

of articular cartilage, remodeling of subchondral bone, osteophyte formation, synovial
inflammation, degeneration of ligaments and menisci, and hypertrophy of the joint cap-
sule [1,2]. The number of patients affected is continuing to rise and will lead to a substantial
increase in the future [3]. Since OA causes disability in adult individuals due to chronic
pain and loss of joint mobility, as well as a significant medical economic burden [4], early
diagnosis and treatment are essential.

OA pathogenesis includes aging, obesity, joint trauma, joint instability, and hered-
ity [5], which are related to intense mechanical stress on articular cartilage and lead to
catabolic conditions within the joint [6,7]. Although many reports have suggested that
repeated excessive mechanical strain may alter chondrocyte gene expression and induce the
degradation of extracellular matrix through the upregulation of matrix metalloproteinases
(MMPs) and a disintegrin and metalloproteinase with thrombospondin motifs (ADAMTS)-
4/5, the precise mechanisms of mechanical stress-induced cartilage matrix degradation are
still not fully understood [6,8].

The canonical Wnt/β-catenin pathway, which signals via low-density lipoprotein
receptor-related proteins (LRPs) 5/6 and Frizzled, plays major roles in chondrocyte differ-
entiation, and has been reported to be activated in OA cartilage [9–11], while inhibition
of Wnt/β-catenin signaling is reported to reduce disease severity in a murine model of
OA [12]. Other reports have shown that LRP4 antagonizes β-catenin signaling by compet-
ing with LRP5/6 in bone [13,14] and that late OA cartilage tissues express lower levels of
LRP4 than normal or early OA tissues [15]. These results cumulatively suggest that LRP4
may have an important function in regulating LRP5/6 and their downstream β-catenin
signaling in articular cartilage.

Agrin has long been reported to be a heparan sulfate proteoglycan which binds
LRP4 and participates in neuromuscular synapse formation through the induction of
acetylcholine receptor aggregation at postsynaptic sites [16,17]. Recently, the expression
of Agrin in osteoblasts and chondrocytes and its involvement in differentiation have been
reported; however, its function in articular cartilage remains unknown [18–20].

This study aimed to elucidate the function of LRP4 and Agrin in the process of human
articular cartilage degeneration by subjecting human chondrocytes to mechanical stress
and focusing on β-catenin signaling.

2. Results
2.1. Expression of LRP4 Increased in the Early Stages of OA and Decreased with Cartilage
Degeneration, Whereas Agrin Was Consistently Increased with Cartilage Degeneration in Human
Articular Cartilage Tissues

Immunohistochemical staining showed that LRP4 is expressed in human articular
cartilage tissues and appears to respond to cartilage degeneration in the superficial layers
of cartilage (Figure 1A,B). We divided the tissue samples into four groups according to
the Mankin score as described below and evaluated them by calculating the LRP4 strong
positive cell ratio (Figure 1C). LRP4 expression was increased in the early stages of OA and
then decreased as cartilage degeneration progressed. Immunohistochemical staining of
Agrin was conducted and focused on the cartilage matrix (Figure 2A). The samples were
divided into four groups according to the Manikin score as described below and analyzed
according to the percentage area of diaminobenzidine (DAB) staining using FIJI (ImageJ2
software, version 2.14.0/1.54f) (Figure 2B,C). Agrin expression was significantly increased
as cartilage degeneration progressed. These results suggest that LRP4 and Agrin both
respond to mechanical stress or inflammatory conditions in articular cartilage.
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indicated in the figures. 

Figure 1. Immunohistochemical evaluation of low-density lipoprotein receptor-related protein (LRP)
4 expression in articular cartilage. (A) In the group with a Mankin score of 0, LRP4 expression was
not clear. In samples with scores 1 and 3, expression was strongly positive. In samples with scores 5
and 8, expression was decreased. (B) No signal was observed in the negative control. (C) Tissues
were divided into four groups according to their Mankin scores. The group with scores of 1–3 showed
a significant large increase in the LRP4-positive cell ratio. * p < 0.0001. Scale bars are indicated in
the figures.

2.2. Expression of LRP4 and Agrin Were Regulated by Mechanical Stress with Cyclic Tensile
Strain (CTS) in Human Articular Chondrocytes

In normal human articular chondrocytes (NHACs), the mRNA expression of LRP4,
LRP5, and LRP6 after application of mechanical stress by CTS was examined (Figure 3A).
We set up intense CTS and mild CTS by adjusting the stretching stimulus as described
below. LRP4 gene expression was upregulated after mild CTS and at 48 h after finishing
CTS, a significant difference was observed between the control group and the intense CTS
group. LRP5/6 expression did not differ with CTS intensity. Aggrecan (ACAN) expression,
which is well known to be upregulated under anabolic conditions for chondrocytes, was
upregulated after 48 h of mild CTS and downregulated after intense CTS (Figure 3B). Agrin
expression was significantly upregulated after intense CTS (Figure 3C). From these results
and the immunohistochemical results, LRP4 and Agrin expression seemed to be correlated
with cartilage degeneration.
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Figure 2. Immunohistochemical evaluation of Agrin expression in articular cartilage. (A) In samples with
a Mankin score of 0, Agrin expression in the matrix was not clear. In samples with a score of 4, expression
was weakly positive. In samples with a score of 9, expression was moderate. In samples with a score of 12,
expression was high. (B) Images obtained from FIJI (ImageJ2 software) using the Colour deconvolution
plugin. Diaminobenzidine (DAB) luminance was extracted and hematoxylin luminance was removed.
(C) Tissues were divided into four groups according to their Mankin score degeneration classification
(low: 0–2, mild: 3–6, moderate: 7–10, severe: 11–14). Agrin expression ratio (% area) increased with
articular degeneration. * p < 0.01, ** p < 0.0001. Scale bars are indicated in the figures.
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control group. MMP-3 and MMP-13 did not show significant differences (Figure 4A,B). 

Figure 3. Relative gene expression in human articular chondrocytes after cyclic tensile strain (CTS).
(A) After mild CTS, LRP4 expression was upregulated significantly compared to the CTS− and
intense CTS+ groups. LRP5/6 expression was not affected by CTS intensity. (B) Aggrecan (ACAN)
expression was upregulated at 48 h after mild CTS and downregulated after intense CTS. (C) Agrin
expression was significantly upregulated at 48 h after intense CTS. * p < 0.05, ** p < 0.01, *** p < 0.001.
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2.3. Agrin Treatment Upregulated the Gene Expression of LRP5/6 and Catabolic Factors in Human
Articular Chondrocytes

To elucidate the function of Agrin, we examined the effects of recombinant human (rh)
Agrin treatment on NHAC. The mRNA expression of LRP4 and ACAN were downregu-
lated, whereas LRP5/6, Runt-related transcription factor 2 (RUNX2), and ADAMTS-4 were
upregulated. Expression of SRY-box transcription factor 9 (SOX9) seemed to be upregulated
gradually, but did not show significant differences from the control group. MMP-3 and
MMP-13 did not show significant differences (Figure 4A,B).
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Figure 4. Effect of recombinant human (rh) Agrin treatment on gene expression in human articular
chondrocytes. (A) LRP4 expression was downregulated at both 48 h and 72 h after rhAgrin treatment.
LRP5/6 expression was upregulated at 24 h after rhAgrin treatment. (B) SRY-box transcription factor 9
(SOX9) expression seemed to be upregulated gradually, but did not show significant differences from
the control group. ACAN expression was downregulated. Expression of Runt-related transcription
factor 2 (RUNX2) and a disintegrin and metalloproteinase with thrombospondin motifs-4 (ADAMTS-
4) was upregulated, whereas matrix metalloproteinases (MMPs) did not show significant differences.
* p < 0.05, ** p < 0.01, *** p < 0.001, **** p < 0.001.

2.4. Agrin Promoted Nuclear Translocation of β-Catenin and SOX9 in Human
Articular Chondrocytes

Our results suggested that Agrin suppressed LRP4 function and promoted β-catenin
signaling via LRP5/6. Next, we performed immunocytochemical evaluation and Western
blot analysis for the localization of β-catenin at 24 h after rhAgrin treatment. According
to the results of double immunocytochemical staining of NHAC, rhAgrin promoted the
nuclear translocation of both β-catenin and SOX9 (Figure 5A,B). Western blot analysis
revealed that both β-catenin and SOX9 expression were increased in whole protein and
nuclear protein extracts after rhAgrin treatment. RUNX2 expression induced by β-catenin
also increased at the protein level (Figure 6A,B). Since ADAMTS-4 gene expression was
previously found to be upregulated after rhAgrin treatment, the nuclear translocation
of NF-κB p65 was also examined through nuclear protein extraction, but there was no
significant difference in expression.
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Figure 5. Immunocytochemical evaluation of the effect of rhAgrin treatment on human articular
chondrocytes. (A) Double immunocytochemical staining of β-catenin and SOX9 nuclear translocation.
(B) Translocation to nuclei of both β-catenin and SOX9 was increased after rhAgrin treatment.
* p < 0.001. Scale bar = 100 µm.
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Figure 6. Western blot analysis of the effect of rhAgrin treatment on human articular chondrocytes.
(A) At the whole protein level, the expression of β-catenin, RUNX2, and SOX9 were increased after
rhAgrin treatment. (B) Analysis of nuclear extraction protein also showed that the expression of
both β-catenin and SOX9 were increased after rhAgrin treatment. In contrast, analysis of nuclear
extraction protein showed no significant difference in the expression of NF-κB p65. * p < 0.05,
** p < 0.01, ns: not significant.
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2.5. Effects of Agrin Knockdown on Modulation of Intense CTS-Induced Genes in Human
Articular Chondrocytes

As upregulated Agrin with intense mechanical stress suppresses the function of LRP4
and promotes β-catenin nuclear translocation, inhibition of LRP4–Agrin binding may
reduce β-catenin nuclear translocation in chondrocytes under intense CTS. To test this
hypothesis, we combined intense CTS with Agrin knockdown and performed Western blot
analysis in NHAC. Intense CTS significantly increased β-catenin nuclear translocation but
Agrin knockdown by siAGRN transfection tended to partially reduce β-catenin nuclear
translocation (Figure 7).
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Figure 7. Combined effects of Agrin knockdown and intense CTS on β-catenin expression analyzed
by Western blot. Expression of β-catenin was increased 24 h after application of intense CTS, but the
siAGRN transfection + intense CTS group showed a trend towards reduced nuclear expression of
β-catenin. * p < 0.001, ** p < 0.0001.

2.6. LRP4 Knockdown Showed a Similar Trend to Agrin After Treatment in Human
Articular Chondrocytes

To investigate LRP4 function, we performed LRP4 knockdown by siLRP4 transfection.
Interestingly, a similar trend was observed as with rhAgrin treatment, with the expression of
LRP5/6, Agrin, RUNX2, and ADAMTS-4 upregulated, and ACAN levels not upregulated.
SOX9 was not upregulated at 24 h but then was upregulated at 72 h (Figure 8A,B). From
these results and the rhAgrin treatment results, we considered that Agrin might inhibit
LRP4 function after binding as a ligand for LRP4. To examine whether Agrin has functions
other than as an LRP4 ligand, we combined LRP4 knockdown with rhAgrin treatment.
Cultured chondrocytes were treated with rhAgrin at 24 h after siLRP4 transfection and
collected 24 h later for analysis of gene expression (Figure 9). There were no significant
differences in gene expression between the siLRP4 group and the siLRP4 + Agrin treatment
group. These results suggested that Agrin has no function other than as an LRP4 ligand
with chondrocytes under current experimental conditions.
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Figure 8. Effect of LRP4 knockdown on gene expression in human articular chondrocytes. (A) LRP4
expression was suppressed effectively at 24 h, 48 h, and 72 h after siLRP4 transfection. LRP5
expression was significantly upregulated at both 48 h and 72 h. LRP6 expression was significantly
upregulated at 48 h. (B) Agrin expression was significantly upregulated at 72 h. Expression of SOX9
and ACAN were significantly downregulated at 24 h, and then SOX9 expression was significantly
upregulated, whereas ACAN was not upregulated at 72 h. Expression of RUNX2 was significantly
upregulated at 24 h and then ADAMTS-4 was upregulated at 48 h. * p < 0.05, ** p < 0.01, *** p < 0.0001,
ns: not significant.
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Figure 9. The combined effect of LRP4 knockdown and rhAgrin treatment on gene expression in
human articular chondrocytes. On the expression of LRP4/5/6, Agrin, SOX9, ACAN, RUNX2,
ADAMTS-4, MMP-3, and MMP-13, there were no significant differences between the siLRP4 group
and the siLRP4 + Agrin group. * p < 0.05, ** p < 0.01, *** p < 0.001, ns: not significant.
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3. Discussion
This is the first study to report the upregulation of LRP4 expression by mild CTS in

human chondrocytes. A previous study that examined early and late OA tissues showed
lower LRP4 expression in late OA cartilage tissues [15], and another that examined LRP
receptors showed that they are modulated by mechanical stress in rat chondrosarcoma
cell pellets [21]. Asai et al. found that LRP4 induced gene expressions of extracellular
matrix proteins of type II collagen (Col2a1), ACAN, and type X collagen (Col10a1), as
well as the production of total proteoglycans in ATDC5 cells, whereas LRP4 knockdown
had the opposite effects. In addition, LRP4 overexpression decreased β-catenin signal-
ing in mouse ATDC5 chondrocytes, suggesting that LRP4 is an important regulator of
extracellular matrix production and chondrocyte differentiation, acting by suppressing
Wnt/β-catenin signaling [22]. Lietman et al. reported that the inhibition of Wnt/β-catenin
signaling increased the expression of Col2a1 and proteoglycan 4 in chondrocytes isolated
from patients with OA and ameliorated OA severity associated with reduced cartilage
degeneration in vivo [12]. Geng et al. reported that LRP4 is a modulator of LRP6 in early
forebrain [23], and other authors have found that LRP4 suppresses the function of LRP5/6
in bone [24–26]. The mechanism of LRP5/6 inhibition includes the possibility of LRP4
directly binding and internalizing LRP5/6 via sclerostin and the possibility of competing
with Frizzled via sclerostin, dickkopf-1 (DKK1), and Wise [14,25–27]. Our experiments
employing LRP4 knockdown in human articular chondrocytes also showed upregulation
of LRP5/6, RUNX2, and ADAMTS-4 expression. Although it is difficult to discern whether
LRP4 reacts directly due to mechanical stress or indirectly due to conditions triggered
by mechanical stress, these reports and our findings suggested that the exertion of mild
mechanical stress on cartilage causes upregulation of LRP4 expression, downregulation of
LRP5/6 expression, and reduction in β-catenin signaling, leading to the upregulation of
anabolic factors in chondrocytes (Figure 10).
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Figure 10. Modulation of LRP4 and Agrin under the current experimental conditions focusing on
β-catenin signaling in human articular chondrocytes. Mild mechanical stress upregulated (↑) LRP4
expression in the superficial layer. Intense mechanical stress increased (↑) Agrin expression, leading
to situations similar to LRP4 downregulation or LRP4 knockdown (↓), and then upregulated (↑)
β-catenin translocation via LRP5/6. The LRP4 knockdown experiments showed that LRP4 negatively
regulated LRP5/6 expression. FZD—Frizzled; SOST—Sclerostin; DKK1—Dickkopf-1.

The role of β-catenin signaling in cartilage seems to be diverse and involves inter-
actions with various Wnt proteins [11]. β-catenin signaling is elevated in OA chondro-
cytes [9–11] and upregulates RUNX2 gene expression [28,29], which induces hypertrophic
differentiation of chondrocytes and OA development [30,31], whereas adequate β-catenin
signaling is reported to be important for cartilage maintenance, including chondrocyte
proliferation and proteoglycan expression [11,32,33]. Furthermore, some reports found
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that β-catenin signaling upregulates not only RUNX2 but also SOX9, which is known to be
a master regulator of chondrogenesis [29,34,35], and SOX9 transcriptionally activates the
expression of inhibitors of β-catenin activity [36]. Because of the regulatory loop, RUNX2
and SOX9 may be sequentially upregulated under the current condition of the experi-
ment. Our results of LRP4 knockdown and Western blot analysis of whole protein extracts
following Agrin treatment also demonstrated increased expression of both RUNX2 and
SOX9 proteins, which is presumed to be due to the activation of β-catenin signaling, and
the results of immunocytochemistry and Western blot analysis of nuclear protein extracts
following Agrin treatment showed increased nuclear translocation of both β-catenin and
SOX9. These modulatory effects on genes and proteins by the regulatory loop may be
essential for cartilage homeostasis.

Agrin, like sclerostin, DKK1, and Wise, is a ligand of LRP4 [13,37] and a heparan sul-
fate proteoglycan detected in osteoblasts and chondrocytes, which is related to their normal
growth and differentiation [18–20]. Eldridge et al. reported increased Agrin expression in
injured cartilage, and an Agrin-containing collagen gel induced the regeneration of bone
and cartilage in sheep [38]. However, it was unknown whether Agrin responded directly
to mechanical stress or to catabolic conditions caused by intense mechanical stress. In
the current study, Agrin expression was upregulated along with cartilage degeneration in
human OA cartilage tissues and with intense CTS in NHAC. Our results regarding Agrin
treatment of chondrocytes showed upregulation of β-catenin and SOX9 nuclear translo-
cation, but Eldridge et al. proposed the theory that Agrin–LRP4 binding downregulates
β-catenin with the CREB-dependent signaling pathway in synovial joints [38]. The binding
of Agrin to α-dystroglycan, which is important in discussing broader signaling effects in
chondrocytes, has been reported to increase SOX9 expression and inhibit LRP5/6 function
as a paracrine signal [20]. The results of this study are consistent with these findings. In
addition, most of the studies on the interaction between Agrin and integrins are related to
acetylcholine clustering at the neuromuscular junction, but the possibility that integrins
mediate the interaction between Agrin and α-dystroglycan has been reported [39]. Thus,
we examined whether Agrin has roles other than as an LRP4 ligand in chondrocytes by
combining LRP4 knockdown with rhAgrin treatment. The results confirmed that Agrin
has no function other than as an LRP4 ligand under the current experimental conditions.
Since a similar trend was observed between the results of rhAgrin treatment and those of
LRP4 knockdown, this suggests that Agrin–LRP4 binding might lead to situations similar
to LRP4 downregulation or LRP4 knockdown in chondrocytes (Figure 10). In addition to
the Wnt/β-catenin pathway and the CREB pathway, the NF-κB pathway might also be
involved in the upregulation of catabolic factors such as ADAMTS and MMPs [28,29,40];
however, our results showed that rhAgrin treatment did not promote the nuclear transloca-
tion of NF-κB p65. Because it is possible that the inhibition of LRP4–Agrin binding might
reduce intense CTS-induced β-catenin signaling, we examined the effect of combined
intense CTS with Agrin knockdown. Intense CTS significantly increased β-catenin protein
in nuclear extracts but siAGRN transfection only reduced β-catenin by a certain amount.
According to these results, Agrin is expressed as a result of intense mechanical stress in
articular cartilage and binds to LRP4 to induce catabolic factor expression via β-catenin
signaling. In contrast, mild mechanical stress may induce the expression of anabolic factors,
mediated by upregulated LRP4, suggesting that the inhibition of LRP4–Agrin binding in
articular cartilage may represent a novel treatment for early OA.

There were several limitations to this study. First, chondrocytes were cultured in
monolayers and evaluated by experiments in vitro. Second, we used a stretch machine to
produce CTS, which is a simple model of OA chondrocyte behavior. Some reports suggest
that cells respond differently to tensile and compressive stimuli. In vivo, chondrocytes are
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loaded not only by elongation but also compressive and shear stresses during joint motion,
so there may be some difference in results compared to those in vivo. Third, we were able
to collect only a limited number of clinical samples within the period, and finally, we were
unable to perform in vivo experiments.

4. Materials and Methods
4.1. Cells and Cell Culture

Normal human articular chondrocytes from the knee joints (NHAC-kn) of a 19-year-
old male and a 30-year-old male were purchased from Lonza (Walkersville, MD, USA)
and human articular chondrocytes (HC-a) from a 23-year-old male and a 29-year-old male
were purchased from StemBioSys (San Antonio, TX, USA). Cells were cultured at 37 ◦C
in chondrocyte basal medium (Lonza, Walkersville, MD, USA) containing fetal b ovine
serum (FBS), basic fibroblast growth factor (bFGF), R3 insulin-like growth factor (R3-IGF),
transferrin, insulin, gentamicin, and amphotericin-B (CGMTM BulletKitTM; Lonza, Walk-
ersville, MD, USA). The attached cells were incubated at 37 ◦C in 5% CO2 in a humidified
atmosphere and subcultured on type I collagen-coated polystyrene tissue culture dishes
(Iwaki, Shizuoka, Japan). These cultured cells were used at passage 3 and cultured under
starvation conditions of 2% FBS for 3 h before treatment and CTS.

4.2. Clinical Samples of Human Articular Cartilage Tissues

Adult human articular cartilage samples were obtained from six patients, of whom
three underwent total knee arthroplasty for OA, one underwent total hip arthroplasty
for OA, one underwent unicompartmental knee arthroplasty for OA, and one under-
went above-knee amputation for trauma at our institution (Okayama University Hospital,
Okayama, Japan). All procedures were approved by the Ethics Committee of Okayama Uni-
versity Graduate School of Medicine, Dentistry, and Pharmaceutical Sciences (No. 2312-033;
approval date 1 December 2023). The patients comprised five women and one man aged
45–85 years at the time of the operation (Supplemental Table S1). These samples were fixed
in 10% formalin solution for 24 h and then decalcified in 10% ethylenediaminetetraacetic
acid (EDTA; pH 7.5) before embedding in paraffin blocks.

4.3. Histological Evaluation of Cartilage Destruction

Articular cartilage sections were stained with Safranin O-fast green and classified
according to the histopathologic grading system described by Mankin et al. [41]. The
Mankin score is a combined score assessing four parameters, the structure of articular
cartilage (0–6), the cellularity of chondrocytes (0–3), proteoglycan staining (0–4), and
the irregularity of tide marks (0–1). The histologic evaluation was performed by two
independent blinded observers (SN and NS).

4.4. Immunohistochemical Evaluation of Articular Cartilage

Deparaffinized cartilage sections were pretreated with 10 mM citrate buffer (pH 6.0) in
an autoclave at 90◦C for 5 min to retrieve the antigen. Endogenous peroxidase was blocked
with 3% H2O2 in PBS at room temperature for 10 min. As the primary antibody, anti-LRP4
mouse monoclonal antibody (741704; Thermo Fisher Scientific, Waltham, MA, USA) diluted
1:100 and an anti-Agrin rabbit polyclonal antibody (ab85174; Abcam, Cambridge, UK)
diluted 1:300 were used and incubated with the sections at 4 ◦C overnight. As secondary
antibodies, Histofine Simple Stain MAX PO (M)/(R) (Nichirei Biosciences, Tokyo, Japan)
was used at room temperature for 30 min. The reaction was visualized using DAB (Nichirei
Biosciences) and counterstained with hematoxylin. Sections incubated with non-immune
mouse serum were used as negative controls. The expression rate of LRP4 was evaluated
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in four groups of samples divided by the Mankin score (0, 1–3, 4–6, 6<), by calculating
the percentage of strong positivity in superficial chondrocytes in 25 fields of view at
×400 magnification. Samples scoring 10 or above were excluded from this analysis as
many sections lacked the superficial layer of cartilage. The expression rate of Agrin in the
cartilage matrix was evaluated in the four groups divided by Mankin score (0–2, 3–6, 7–10,
11–14), by calculating the % area using FIJI (ImageJ2 software; NIH Image, Bethesda, MD,
USA) in 30 fields of view at ×400 magnification. DAB luminance was extracted using the
Colour deconvolution plugin.

4.5. CTS on Chondrocytes Cultured in Monolayer

Human articular chondrocytes were seeded into stretch chambers (STREX, Osaka,
Japan) with a culture surface of 2 × 2 cm, coated with type I collagen at a density of
15,000 cells/cm2. After the cells were attached to the chamber surface, mechanical stress
testing was performed using the ST-140-10 mechanical stretch system (STREX). The cham-
bers were loaded into the incubator and subjected to uniform stretching stimuli [42]. Several
reports have previously shown that hydrostatic pressure applied to articular cartilage dur-
ing exercise changes the thickness of cartilage tissue and the associated rate of stretch of
chondrocyte morphology [43,44]. Based on these reports and our previous studies [45,46],
we set intense CTS (0.5 Hz, 10% elongation, 6 h) as the catabolic mechanical stress, and
mild CTS (0.5 Hz, 5% elongation, 2 h) as the anabolic mechanical stress. Cells not subjected
to mechanical stress were also seeded into stretch chambers and used as controls.

4.6. RT-qPCR Analysis

The cells were washed twice with PBS, and total RNA was purified using an
RNeasy mini kit (Qiagen, Hilden, Germany). RNA samples (500 ng) were reverse-
transcribed with Primescript RT master mix (Takara Bio Inc., Shiga, Japan), and the re-
sulting cDNAs were used for real-time PCR using the QuantStudio™ 1 real-time PCR
system (Thermo Fisher Scientific) with TaqMan Gene Expression Assays for human LRP4
(Hs00391006_m1), LRP5 (Hs01124561_m1), LRP6 (Hs00233945_m1), SOX9 (Hs00165814_m1),
ACAN (Hs00165814_m1), AGRN (Hs00233992_m1), RUNX2 (Hs00231692_m1), ADAMTS4
(Hs00192708_m1), MMP3 (Hs00968305_m1), MMP13 (Hs00233992_m1), and GAPDH
(Hs02786624_g1) (Thermo Fisher Scientific). Amplification of a housekeeping gene,
GAPDH, was used to normalize the efficiency of cDNA synthesis and the amount of
RNA. Each value obtained for the control cells (without CTS and treatment) was set to 1.

4.7. Treatment with Reagents

Recombinant human Agrin protein was purchased from R&D systems (6624-AG) and
prepared at 50 ng/mL before use, following a previous report [20] and the experimental
results for determining the concentrations of rhAgrin shown in the supplemental material
(Supplemental Figure S1).

4.8. siRNA Transfection

siRNAs for LRP4 and AGRN were purchased from Thermo Fisher Scientific (s8287,
s8288, s8289, s534980, s534981, and s534982). The negative control siRNA was also pur-
chased from Thermo Fisher Scientific (AM4611). Each nucleic acid and Lipofectamine
RNAiMAX (13778075; Thermo Fisher Scientific) for transfection was diluted separately in
reduced-serum medium Opti-MEM (31985062; Thermo Fisher Scientific) and incubated for
5 min, and then mixed and incubated for 10 min at room temperature to form the complex.
Each complex was added to a medium containing cells and then seeded into culture dishes.
The selection of siRNA for LRP4 and Agrin and the concentration of each nucleic acid are
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shown in the supplemental material (Supplemental Figures S2 and S3); 30 nM of s8289 as
siLRP4 and 10 nM of s534982 as siAGRN were selected.

4.9. Immunocytochemistry

Cells with or without treatment, according to the protocols described above, were
fixed with 1% paraformaldehyde in PBS solution. The membranes of the culture chambers
were then removed and incubated with anti-SOX9 antibodies (1:2000, ab185230, Abcam,
Cambridge, UK) or anti-β-catenin antibodies (1:3200, #37447, Cell Signaling Technology,
Danvers, MA, USA) for 2 h at room temperature. Bovine serum albumin-containing
solutions without primary antibodies were used as negative controls. We used Alexa Fluor
488-conjugated antibody (goat anti-rabbit, ab150077, Abcam, Cambridge, UK) and Alexa
Fluor 594-conjugated antibody (goat anti-mouse, ab150116, Abcam, Cambridge, UK) as
secondary antibodies, and DAPI (ab104139, Abcam, Cambridge, UK) for nuclear staining.
Cells were observed using a confocal laser scanning microscope (LSM780; Carl Zeiss, Jena,
Germany) (Central Laboratory, Okayama University Medical School), and the protein
expression level was evaluated by the proportion of nuclear-positive cells in 15 fields of
view at ×100 magnification.

4.10. Western Blot Analysis

Cells were resuspended using an EPIXTRACT Nuclear Protein Isolation Kit II (Enzo
Life Sciences, Farmingdale, NY, USA) to extract nuclear proteins. Each concentration of the
protein extract was measured using a Bradford Protein Assay Kit (TaKaRa Bio Inc., Shiga,
Japan) and was adjusted in each sample. Cell lysates were subjected to sodium dodecyl
sulfate-polyacrylamide gel electrophoresis (SDS-PAGE) using a Mini-Protean® Tris-glycine
extended gel (Bio-Rad, Richmond, CA, USA) for approximately 1 h at 100 V before being
transferred to PVDF membranes using Trans-Blot Turbo (Bio-Rad). The membranes were
incubated with Odyssey® Blocking Buffer (LI-COR Biosciences, Lincoln, NE, USA) for
1 h at room temperature and then incubated overnight at 4 ◦C with anti-SOX9 antibody
(1:5000, ab185230, Abcam, Cambridge, UK), anti-β-catenin antibody (1:1000, #37447, Cell
Signaling Technology), anti-RUNX2 antibody (1:1000, #12556, Cell Signaling Technology),
or anti-NF-kB p65 (1:1000, #8242, Cell Signaling Technology) as the primary antibody.
After washing with PBS + 0.1% Tween20, the membranes were incubated with IRDye
goat anti-rabbit IgG (926-68071, LI-COR Biosciences, Lincoln, NE, USA) or IRDye goat
anti-mouse IgG (926-32210, LI-COR Biosciences, Lincoln, NE, USA) as secondary antibodies
at room temperature for 1 h. After washing with PBS + 0.1% Tween20, immunoreactive
proteins were detected using the Odyssey Fc Imaging System (LI-COR Biosciences, Lincoln,
NE, USA). Original, uncropped Western blot images are shown in Supplemental Figures
(Supplemental Figure S4).

4.11. Statistical Analysis

All data are expressed as the mean ± 95% confidence intervals (CIs). Differences
among individual sample groups were analyzed using a one-way analysis of variance
(ANOVA) with Tukey’s multiple comparison tests. Differences between the two groups
were compared by Student’s t-test. All differences were considered statistically significant
at a p value < 0.05. All analyses were conducted using GraphPad Prism 10 (GraphPad
Software, San Diego, CA, USA).

5. Conclusions
LRP4 expression was increased in the early stages of OA and then decreased with car-

tilage degeneration, while Agrin expression steadily increased. Mild CTS promoted LRP4
and ACAN expression, whereas intense CTS promoted Agrin expression in NHAC. Agrin
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treatment upregulated β-catenin, SOX9, and catabolic factors, and led to the suppression
of LRP4 function. Our results also suggested that Agrin induced by intense mechanical
stress interfered with the role of LRP4 in the inhibition of LRP5/6 and their downstream
β-catenin signaling, leading to cartilage degeneration. These results support the idea that
LRP4–Agrin binding might be a key modulator of chondrocyte homeostasis, and inhibition
of Agrin binding to LRP4 may lead to a novel treatment for early OA.

Supplementary Materials: The following supporting information can be downloaded at: https:
//www.mdpi.com/article/10.3390/ijms26031007/s1.

Author Contributions: Conceptualization, S.N. and K.N.; data curation, A.Y.; formal analysis, R.N.;
funding acquisition, K.N.; investigation, S.N., A.Y., T.O. (Takashi Ohtsuki), Y.H., N.S., C.I., D.L. and
N.O.; methodology, S.N. and K.N.; project administration, K.N.; resources, Y.N. and R.N.; software,
S.N. and A.Y.; supervision, T.O. (Toshifumi Ozaki); validation, Y.N.; visualization, S.N.; writing—
original draft, S.N.; writing—review and editing, K.N. All authors have read and agreed to the
published version of the manuscript.

Funding: This research was supported by Eisai Co., Ltd. (Grant number: HHCS 20220626006).

Institutional Review Board Statement: All studies were conducted by the Declaration of Helsinki and
approved by the Ethics Committee of Okayama University Graduate School of Medicine, Dentistry,
and Pharmaceutical Sciences (No. 2312-033; approval date 1 December 2023).

Informed Consent Statement: Informed consent was obtained from all subjects involved in the study.

Data Availability Statement: Data are contained within the article or supplementary material.

Conflicts of Interest: The authors declare no conflicts of interest.

References
1. Dequeker, J.; Luyten, F.P. The history of osteoarthritis-osteoarthrosis. Ann. Rheum. Dis. 2008, 67, 5–10. [CrossRef]
2. Loeser, R.F.; Goldring, S.R.; Scanzello, C.R.; Goldring, M.B. Osteoarthritis: A disease of the joint as an organ. Arthritis Rheum.

2012, 64, 1697–1707. [CrossRef]
3. Steinmetz, J.D.; Culbreth, G.T.; Haile, L.M.; Rafferty, Q.; Lo, J.; Fukutaki, K.G.; Cruz, J.A.; Smith, A.E.; Vollset, S.E.; Brooks, P.M.;

et al. Global, regional, and national burden of osteoarthritis, 1990–2020 and projections to 2050: A systematic analysis for the
Global Burden of Disease Study 2021. Lancet Rheumatol. 2023, 5, e508–e522. [CrossRef]

4. Gupta, S.; Hawker, G.A.; Laporte, A.; Croxford, R.; Coyte, P.C. The economic burden of disabling hip and knee osteoarthritis (OA)
from the perspective of individuals living with this condition. Rheumatology 2005, 44, 1531–1537. [CrossRef] [PubMed]

5. Chen, D.; Shen, J.; Zhao, W.; Wang, T.; Han, L.; Hamilton, J.L.; Im, H.-J. Osteoarthritis: Toward a comprehensive understanding of
pathological mechanism. Bone Res. 2017, 5, 16044. [CrossRef] [PubMed]

6. Fang, T.; Zhou, X.; Jin, M.; Nie, J.; Li, X. Molecular mechanisms of mechanical load-induced osteoarthritis. Int. Orthop. 2021, 45,
1125–1136. [CrossRef]

7. Mow, V.C.; Ratcliffe, A.; Poole, A.R. Cartilage and diarthrodial joints as paradigms for hierarchical materials and Structures.
Biomaterials 1992, 13, 67–97. [CrossRef]

8. Poole, A.R. An Introduction to the Pathophysiology of Osteoarthritis. Front. Biosci. 1999, 4, D662–D670. [CrossRef] [PubMed]
9. Dell’Accio, F.; De Bari, C.; El Tawil, N.M.F.; Barone, F.; Mitsiadis, T.A.; O’Dowd, J.; Pitzalis, C. Activation of WNT and BMP

signaling in adult human articular cartilage following mechanical injury. Arthritis Res. Ther. 2006, 8, R139. [CrossRef] [PubMed]
10. Hashimoto, M.; Nakasa, T.; Hikata, T.; Asahara, H. Molecular network of cartilage homeostasis and osteoarthritis. Med. Res. Rev.

2008, 28, 464–481. [CrossRef] [PubMed]
11. Chun, J.S.; Oh, H.; Yang, S.; Park, M. Wnt Signaling in Cartilage Development and Degeneration. BMB Rep. 2008, 41, 485–494.

[CrossRef] [PubMed]
12. Lietman, C.; Wu, B.; Lechner, S.; Shinar, A.; Sehgal, M.; Rossomacha, E.; Datta, P.; Sharma, A.; Gandhi, R.; Kapoor, M.; et al.

Inhibition of Wnt/β-catenin signaling ameliorates osteoarthritis in a murine model of experimental osteoarthritis. JCI Insight
2018, 3, e96308. [CrossRef] [PubMed]

13. Shen, C.; Xiong, W.C.; Mei, L. LRP4 in neuromuscular junction and bone development and diseases. Bone 2015, 80, 101–108.
[CrossRef] [PubMed]

https://www.mdpi.com/article/10.3390/ijms26031007/s1
https://www.mdpi.com/article/10.3390/ijms26031007/s1
https://doi.org/10.1136/ard.2007.079764
https://doi.org/10.1002/art.34453
https://doi.org/10.1016/S2665-9913(23)00163-7
https://doi.org/10.1093/rheumatology/kei049
https://www.ncbi.nlm.nih.gov/pubmed/16091394
https://doi.org/10.1038/boneres.2016.44
https://www.ncbi.nlm.nih.gov/pubmed/28149655
https://doi.org/10.1007/s00264-021-04938-1
https://doi.org/10.1016/0142-9612(92)90001-5
https://doi.org/10.2741/Poole
https://www.ncbi.nlm.nih.gov/pubmed/10525481
https://doi.org/10.1186/ar2029
https://www.ncbi.nlm.nih.gov/pubmed/16893455
https://doi.org/10.1002/med.20113
https://www.ncbi.nlm.nih.gov/pubmed/17880012
https://doi.org/10.5483/BMBRep.2008.41.7.485
https://www.ncbi.nlm.nih.gov/pubmed/18682032
https://doi.org/10.1172/jci.insight.96308
https://www.ncbi.nlm.nih.gov/pubmed/29415892
https://doi.org/10.1016/j.bone.2015.05.012
https://www.ncbi.nlm.nih.gov/pubmed/26071838


Int. J. Mol. Sci. 2025, 26, 1007 15 of 16

14. Huybrechts, Y.; Mortier, G.; Boudin, E.; Van Hul, W. WNT Signaling and Bone: Lessons From Skeletal Dysplasias and Disorders.
Front. Endocrinol. 2020, 11, 165. [CrossRef] [PubMed]

15. Wang, K.-d.; Ding, X.; Jiang, N.; Zeng, C.; Wu, J.; Cai, X.-Y.; Hettinghouse, A.; Khleborodova, A.; Lei, Z.-N.; Chen, Z.-S.; et al.
Digoxin targets low density lipoprotein receptor-related protein 4 and protects against osteoarthritis. Ann. Rheum. Dis. 2022, 81,
544–555. [CrossRef]

16. Rupp, F.; Hoch, W.; Campanelli, J.T.; Kreiner, T.; Scheller, R.H. Agrin and the Organization of the Neuromuscular Junction. Curr.
Opin. Neurobiol. 1992, 2, 88–93. [CrossRef] [PubMed]

17. Zhang, W.; Coldefy, A.S.; Hubbard, S.R.; Burden, S.J. Agrin binds to the N-terminal region of Lrp4 protein and stimulates
association between Lrp4 and the first immunoglobulin-like domain in muscle-specific kinase (MuSK). J. Biol. Chem. 2011, 286,
40624–40630. [CrossRef]

18. Hausser, H.J.; Ruegg, M.A.; Brenner, R.E.; Ksiazek, I. Agrin is highly expressed by chondrocytes and is required for normal
growth. Histochem. Cell Biol. 2007, 127, 363–374. [CrossRef]

19. Eldridge, S.; Nalesso, G.; Ismail, H.; Vicente-Greco, K.; Kabouridis, P.; Ramachandran, M.; Niemeier, A.; Herz, J.; Pitzalis, C.;
Perretti, M.; et al. Agrin mediates chondrocyte homeostasis and requires both LRP4 and α-dystroglycan to enhance cartilage
formation in vitro and in vivo. Ann. Rheum. Dis. 2016, 75, 1228–1235. [CrossRef]

20. Souza, A.T.P.; Lopes, H.B.; Oliveira, F.S.; Weffort, D.; Freitas, G.P.; Adolpho, L.F.; Fernandes, R.R.; Rosa, A.L.; Beloti, M.M. The
extracellular matrix protein Agrin is expressed by osteoblasts and contributes to their differentiation. Cell Tissue Res. 2021, 386,
335–347. [CrossRef] [PubMed]

21. Nordberg, R.C.; Mellor, L.F.; Krause, A.R.; Donahue, H.J.; Loboa, E.G. LRP receptors in chondrocytes are modulated by simulated
microgravity and cyclic hydrostatic pressure. PLoS ONE 2019, 14, e0223245. [CrossRef] [PubMed]

22. Asai, N.; Ohkawara, B.; Ito, M.; Masuda, A.; Ishiguro, N.; Ohno, K. LRP4 induces extracellular matrix productions and facilitates
chondrocyte differentiation. Biochem. Biophys. Res. Commun. 2014, 451, 302–307. [CrossRef]

23. Geng, S.; Paul, F.; Kowalczyk, I.; Raimundo, S.; Sporbert, A.; Mamo, T.M.; Hammes, A. Balancing WNT signalling in early
forebrain development: The role of LRP4 as a modulator of LRP6 function. Front. Cell Dev. Biol. 2023, 11, 1173688. [CrossRef]
[PubMed]

24. Martínez-Gil, N.; Ugartondo, N.; Grinberg, D.; Balcells, S. Wnt Pathway Extracellular Components and Their Essential Roles in
Bone Homeostasis. Genes 2022, 13, 138. [CrossRef] [PubMed]

25. Bullock, W.A.; Hoggatt, A.M.; Horan, D.J.; Elmendorf, A.J.; Sato, A.Y.; Bellido, T.; Loots, G.G.; Pavalko, F.M.; Robling, A.G. Lrp4
Mediates Bone Homeostasis and Mechanotransduction through Interaction with Sclerostin In Vivo. iScience 2019, 20, 205–215.
[CrossRef] [PubMed]

26. Rochefort, G.Y. The osteocyte as a therapeutic target in the treatment of osteoporosis. Ther. Adv. Musculoskelet. Dis. 2014, 6, 79–91.
[CrossRef] [PubMed]

27. Ahn, Y.; Sims, C.; Murray, M.J.; Kuhlmann, P.K.; Fuentes-Antrás, J.; Weatherbee, S.D.; Krumlauf, R. Multiple modes of Lrp4
function in modulation of Wnt/β-catenin signaling during tooth development. Development 2017, 144, 2824–2836. [CrossRef]
[PubMed]

28. Yang, X.; Tian, S.; Fan, L.; Niu, R.; Yan, M.; Chen, S.; Zheng, M.; Zhang, S. Integrated regulation of chondrogenic differentiation in
mesenchymal stem cells and differentiation of cancer cells. Cancer Cell Int. 2022, 22, 169. [CrossRef] [PubMed]

29. Chen, H.; Tan, X.-N.; Hu, S.; Liu, R.-Q.; Peng, L.-H.; Li, Y.-M.; Wu, P. Molecular Mechanisms of Chondrocyte Proliferation and
Differentiation. Front. Cell Dev. Biol. 2021, 9, 664168. [CrossRef]

30. Komori, T. Runx2, an inducer of osteoblast and chondrocyte differentiation. Histochem. Cell Biol. 2018, 149, 313–323. [CrossRef]
31. Nagata, K.; Hojo, H.; Chang, S.H.; Okada, H.; Yano, F.; Chijimatsu, R.; Omata, Y.; Mori, D.; Makii, Y.; Kawata, M.; et al. Runx2 and

Runx3 differentially regulate articular chondrocytes during surgically induced osteoarthritis development. Nat. Commun. 2022,
13, 6187. [CrossRef] [PubMed]

32. Saito, T. The superficial zone of articular cartilage. Inflamm. Regen. 2022, 42, 14. [CrossRef] [PubMed]
33. Takahata, Y.; Hagino, H.; Kimura, A.; Urushizaki, M.; Yamamoto, S.; Wakamori, K.; Murakami, T.; Hata, K.; Nishimura, R.

Regulatory Mechanisms of Prg4 and Gdf5 Expression in Articular Cartilage and Functions in Osteoarthritis. Int. J. Mol. Sci. 2022,
23, 4672. [CrossRef]

34. Grafe, I.; Alexander, S.; Peterson, J.R.; Snider, T.N.; Levi, B.; Lee, B.; Mishina, Y. TGF-β family signaling in mesenchymal
differentiation. Cold Spring Harb. Perspect. Biol. 2018, 10, a022202. [CrossRef]

35. Lefebvre, V.; De Crombrugghe, B. Toward Understanding SOX9 Function in Chondrocyte Differentiation. Matrix Biol. 1998, 16,
529–540. [CrossRef] [PubMed]

36. Bastide, P.; Darido, C.; Pannequin, J.; Kist, R.; Robine, S.; Marty-Double, C.; Bibeau, F.; Scherer, G.; Joubert, D.; Hollande, F.; et al.
Sox9 regulates cell proliferation and is required for Paneth cell differentiation in the intestinal epithelium. J. Cell Biol. 2007, 178,
635–648. [CrossRef] [PubMed]

https://doi.org/10.3389/fendo.2020.00165
https://www.ncbi.nlm.nih.gov/pubmed/32328030
https://doi.org/10.1136/annrheumdis-2021-221380
https://doi.org/10.1016/0959-4388(92)90168-K
https://www.ncbi.nlm.nih.gov/pubmed/1322209
https://doi.org/10.1074/jbc.M111.279307
https://doi.org/10.1007/s00418-006-0258-2
https://doi.org/10.1136/annrheumdis-2015-207316
https://doi.org/10.1007/s00441-021-03494-9
https://www.ncbi.nlm.nih.gov/pubmed/34223979
https://doi.org/10.1371/journal.pone.0223245
https://www.ncbi.nlm.nih.gov/pubmed/31584963
https://doi.org/10.1016/j.bbrc.2014.07.125
https://doi.org/10.3389/fcell.2023.1173688
https://www.ncbi.nlm.nih.gov/pubmed/37091972
https://doi.org/10.3390/genes13010138
https://www.ncbi.nlm.nih.gov/pubmed/35052478
https://doi.org/10.1016/j.isci.2019.09.023
https://www.ncbi.nlm.nih.gov/pubmed/31585407
https://doi.org/10.1177/1759720X14523500
https://www.ncbi.nlm.nih.gov/pubmed/24891879
https://doi.org/10.1242/dev.150680
https://www.ncbi.nlm.nih.gov/pubmed/28694256
https://doi.org/10.1186/s12935-022-02598-8
https://www.ncbi.nlm.nih.gov/pubmed/35488254
https://doi.org/10.3389/fcell.2021.664168
https://doi.org/10.1007/s00418-018-1640-6
https://doi.org/10.1038/s41467-022-33744-5
https://www.ncbi.nlm.nih.gov/pubmed/36261443
https://doi.org/10.1186/s41232-022-00202-0
https://www.ncbi.nlm.nih.gov/pubmed/35501926
https://doi.org/10.3390/ijms23094672
https://doi.org/10.1101/cshperspect.a022202
https://doi.org/10.1016/S0945-053X(98)90065-8
https://www.ncbi.nlm.nih.gov/pubmed/9569122
https://doi.org/10.1083/jcb.200704152
https://www.ncbi.nlm.nih.gov/pubmed/17698607


Int. J. Mol. Sci. 2025, 26, 1007 16 of 16

37. Ohazama, A.; Johnson, E.B.; Ota, M.S.; Choi, H.J.; Porntaveetus, T.; Oommen, S.; Itoh, N.; Eto, K.; Gritli-Linde, A.; Herz, J.;
et al. Lrp4 modulates extracellular integration of cell signaling pathways in development. PLoS ONE 2008, 3, e4092. [CrossRef]
[PubMed]

38. Eldridge, S.E.; Barawi, A.; Wang, H.; Roelofs, A.J.; Kaneva, M.; Guan, Z.; Lydon, H.; Thomas, B.L.; Thorup, A.-S.; Fernandez, B.F.;
et al. Agrin Induces Long-Term Osteochondral Regeneration by Supporting Repair Morphogenesis. Sci. Transl. Med. 2020, 12,
eaax9086. [CrossRef] [PubMed]

39. Martin, P.T.; Sanes, J.R. Integrins mediate adhesion to agrin and modulate agrin signaling. Development 1997, 124, 3909–3917.
[CrossRef]

40. Chung, C.; Massee, M.; Koob, T.J. Human amniotic membrane modulates Wnt/β-catenin and NF-κβ signaling pathways in
articular chondrocytes in vitro. Osteoarthr. Cartil. Open 2021, 3, 100211. [CrossRef] [PubMed]

41. Mankin, H.J.; Dorfman, H.; Lippiello, L.; Zarins, A. Biochemical and Metabolic Abnormalities in Articular Cartilage from
Osteo-Arthritic Human Hips. II. CORRELATION OF MORPHOLOGY WITH BIOCHEMICAL AND METABOLIC DATA. J. Bone
Jt. Surg. 1971, 53, 523–537. [CrossRef]

42. Naruse, K.; Yamada, T.; Sokabe, M. Involvement of SA Channels in Orienting Response of Cultured Endothelial Cells to Cyclic
Stretch. Am. J. Physiol. 1998, 274, H1532–H1538. [CrossRef]

43. Herberhold, C.; Faber, S.; Stammberger, T.; Steinlechner, M.; Putz, R.; Englmeier, K.H.; Reiser, M.; Eckstein, F. In Situ Measurement
of Articular Cartilage Deformation in Intact Femoropatellar Joints under Static Loading. J. Biomech. 1999, 32, 1287–1295. [CrossRef]

44. Madden, R.; Han, S.K.; Herzog, W. Chondrocyte deformation under extreme tissue strain in two regions of the rabbit knee joint. J.
Biomech. 2013, 46, 554–560. [CrossRef] [PubMed]

45. Hotta, Y.; Nishida, K.; Yoshida, A.; Nasu, Y.; Nakahara, R.; Naniwa, S.; Shimizu, N.; Ichikawa, C.; Lin, D.; Fujiwara, T.; et al.
Inhibitory Effect of a Tankyrase Inhibitor on Mechanical Stress-Induced Protease Expression in Human Articular Chondrocytes.
Int. J. Mol. Sci. 2024, 25, 1443. [CrossRef] [PubMed]

46. Furumatsu, T.; Matsumoto, E.; Kanazawa, T.; Fujii, M.; Lu, Z.; Kajiki, R.; Ozaki, T. Tensile strain increases expression of CCN2 and
COL2A1 by activating TGF-β-Smad2/3 pathway in chondrocytic cells. J. Biomech. 2013, 46, 1508–1515. [CrossRef]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.1371/journal.pone.0004092
https://www.ncbi.nlm.nih.gov/pubmed/19116665
https://doi.org/10.1126/scitranslmed.aax9086
https://www.ncbi.nlm.nih.gov/pubmed/32878982
https://doi.org/10.1242/dev.124.19.3909
https://doi.org/10.1016/j.ocarto.2021.100211
https://www.ncbi.nlm.nih.gov/pubmed/36474757
https://doi.org/10.2106/00004623-197153030-00009
https://doi.org/10.1152/ajpheart.1998.274.5.H1532
https://doi.org/10.1016/S0021-9290(99)00130-X
https://doi.org/10.1016/j.jbiomech.2012.09.021
https://www.ncbi.nlm.nih.gov/pubmed/23089458
https://doi.org/10.3390/ijms25031443
https://www.ncbi.nlm.nih.gov/pubmed/38338721
https://doi.org/10.1016/j.jbiomech.2013.03.028

	Introduction 
	Results 
	Expression of LRP4 Increased in the Early Stages of OA and Decreased with Cartilage Degeneration, Whereas Agrin Was Consistently Increased with Cartilage Degeneration in Human Articular Cartilage Tissues 
	Expression of LRP4 and Agrin Were Regulated by Mechanical Stress with Cyclic Tensile Strain (CTS) in Human Articular Chondrocytes 
	Agrin Treatment Upregulated the Gene Expression of LRP5/6 and Catabolic Factors in Human Articular Chondrocytes 
	Agrin Promoted Nuclear Translocation of -Catenin and SOX9 in Human Articular Chondrocytes 
	Effects of Agrin Knockdown on Modulation of Intense CTS-Induced Genes in Human Articular Chondrocytes 
	LRP4 Knockdown Showed a Similar Trend to Agrin After Treatment in Human Articular Chondrocytes 

	Discussion 
	Materials and Methods 
	Cells and Cell Culture 
	Clinical Samples of Human Articular Cartilage Tissues 
	Histological Evaluation of Cartilage Destruction 
	Immunohistochemical Evaluation of Articular Cartilage 
	CTS on Chondrocytes Cultured in Monolayer 
	RT-qPCR Analysis 
	Treatment with Reagents 
	siRNA Transfection 
	Immunocytochemistry 
	Western Blot Analysis 
	Statistical Analysis 

	Conclusions 
	References

