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An RNA-immunoprecipitation via CRISPR/dCas13 reveals an interaction
between the SARS-CoV-2 5'UTR RNA and the process of human lipid
metabolism
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4. SARS-CoV-2 5UTR & #HAAEH 3 % K & FHaRFHET & oo B
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SARS-CoV-2 5UTR @ fF 7E 12 LV, # @ N @ acetyl-CoA acyltransferase 2
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RIENLBZE2HSTWVWA I L, SLICEDWRRBIZBWTHEEHKROIEERBHBEER 25 H L
TWDHZLERBLTNWD, ZOMREZIT T, AXF U REAEZIRFEEMRE LR Z
A, T IANRAZF o BIR0 ANRAZF U RFUTRIC K - CTE U= BlRREE 2 Mfl 42 2 L 03b
Mmotz, iz, FREHBLER T & LT, ACAA2LHMGCS22S Z OFFRIEMBRICE S LT\ 5
bR ET,
I B, RiFZETHWZCRISPR/ACas13% )t L7 #{n 1 Lyl FIEIE, UANVAYT ) ADIE
FHIEWNIZE T 56 EHKKE T & OFERO M EER 2/ L, MiaEhicilbs 2 —7y M &
LRI REBET D LICONDEEZLLND,

R — 3



