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Table S1. Origin and characters of cell lines and normal CD16(-) NK cells

NK-YS + + + + +

-

SNK6 + + + + + -

+ + + +

-

+

-

KAI3 + + + + +

+ + + + +

HANK1

n.d.

- - - - + -

n.d.PBMC - - - -

-

SNK10

CD16Cells Origin LMP1 EBNA1 CD56



 



 



 



 



 



 

 



 



 



 



 



 



 



 



 



 



 



 



 



 



 



 



 



 



 



 



 



 



 



 



 



 



 



 



 



 



 



 



 

medium* G0/G1(%) S(%) G2/M(%)

KAI3 medium 1 66.73 20.46 11.92

medium 2 62.56 25 12.78

medium 3 60.01 26.47 12.86

SNK10 medium 1 89.49 5.12 5.15

medium 2 88.75 5.9 5.97

medium 3 89.52 5.42 5.22

HANK1 medium 1 71.69 12.12 16.51

medium 2 71.73 10.27 17.39

medium 3 72.34 11.04 16.88

SNK6 medium 1 59.11 23.55 18.97

medium 2 65.45 16.96 17.05

medium 3 63.09 20.11 13.6

NKYS medium 1 76.07 13.72 9.96

medium 2 84.85 7.63 6.41

medium 3 76.37 11.79 9.93

Table S9. Cell cycle analysis of NK cell lines in the different medium condition

*medium1: Gm+RPMI supplemented with 10% human serum and 700 U/ml IL-2

 medium2: AIM-V supplemented with 10% bovine serum and 50 U/ml IL-2 

 medium3: IMDM supplemented with 10% bovine serum and 100 U/ml IL-2


